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Basis of the report 



With regard to the elements of the international application;* 
I 1 the international application as originally filed, 
the description: 

pages 1-71 as originally filed 

pages NONE , filed with the demand 



pages NONE , filed with, the letter of 

the claims: 

pages NONE t as originally filed 

pages NONE , as amended (together with any statement) under Article 19 

pages 72-79 , filed with the demand 

pages NONE , filed with the letter of 



the drawings: 

pages NONE 1 as originally filed 

pages J-5 , filed with the demand 

pages NONE , filed with the letter of 

1 1 the sequence listing part of the description: 

pages NONE t as originally filed 

pages NONE , filed with the demand 

pages NONE , filed with the letter of - 

With regard to the language, all the elements marked above were available or furnished to this Authority in the 
language in which the international application was filed, unless otherwise indicated under this item. 
These elements were available or furnished to this Authority in the following language which is: 

| | the language of a translation furnished for the purposes of international search (under Rule23.1(b)). 

| | the language of publication of the international application (under Rule 48 . 3(b)) . 

| | the language of the translation furnished for the purposes of international prelirninary examination(under Rules 
55.2 and/or 55.3). 

3. With regard to any nucleotide and/or amino add sequence disclosed in the international application, the 
international preliminary examination was carried out on the basis of the sequence listing: 

| | contained in the international application in printed form. 
| | filed together with the international application in computer readable form. 
| | furnished subsequently to this Authority in written form, 
j furnished subsequently to this Authority in computer readable form. 

| | The statement that the subsequently furnished written sequence listing does not go beyond the disclosure in the 

international application as filed has been furnished. 
[~] The statement that the information recorded in computer readable form is identical to the written sequence listing 
has been furnished 

4. 1X1 The amendments have resulted in the cancellation of: 



^ the description, pages NONE 



| ^1 the claims, Nos. NONE 
|X] the drawings, sheets/fig NONE 
5 . This report has been established as if (some of) the amendments had not been made, since they have been considered to go 

beyond the disclosure as filed, as indicated in the Supplemental Box (Rule 70.2(c)).** 
* Replacement sheets wliich fiave been furnished to the receiving Office in response to an invitation under Article Mare referred to in 
thisreportas "originally filed" and are not annexed to tfiis report since tiuzy do not contain amendments (ftules 70.16 and 70.17) 
** Any replacement sheet containing such amendments must be referred to under item 1 and annexed to this report. 
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V. Reasoned statement under Rule 66.2(a)(ii) with regard to novelty, inventive step or industrial applicability; 
citations and explanations supporting such statement 



1. STATEMENT 



Novelty (N) 



Inventive Step (IS) 



Industrial Applicability (IA) 



Claims 1-77 



Claims NONE 



_YBS 
NO 



Claims 1-77 . 



Claims NONE 



_YES 
NO 



Claims 1-77 



Claims NONE 



_YES 
NO 



2. CITATIONS AND EXPLANATIONS 
Claims 1-77 meet all criteria set out under PCT Articles 33(2)-33(4). 
NEW CITATIONS 
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CLAIMS 

1. An analog of a peptide comprising an amino acid 
sequence GG AGH V PE Y F VGO GT PIS FY G (MccJ25) having an amino acid 
sequence that differs from MccJ25 in terms of comprising at 

5 least one amino acid substitution, insertion, or deletion, and 
that binds bacterial RNAP and inhibits bacterial RNAP activity 
to a greater extent than MccJ25. 

2. A composition comprising the analog of claim 1 and a 
carrier. 

0 3 . A method for identifying an agent that binds to a 

homologous bacterial RNAP secondary channel amino acid 
sequence in a first entity, comprising the steps of: (a) 
preparing a reaction solution including the agent to be tested 
and a first entity including the homologous bacterial RNAP 

5 secondary channel amino acid sequence; and (b) detecting at 
least one of the presence, extent, concentration-dependence, 
or kinetics of binding of the agent to the homologous 
bacterial RNAP secondary channel amino acid sequence. 

4 . The method of claim 3 wherein the first entity is an 
0 intact bacterial RNAP. 

5. The method of claim 3 wherein the first entity is a 
fragment of a bacterial RNAP. 

6. The method of claim 3 wherein the bacterial RNAP is 
derived from Escherichia coli. 

5 7 . The method of claim 3 wherein the bacterial RNAP is 

derived from Bacillus subtilis. 

8. The method of claim 3 wherein said agent is an 

analog of a peptide comprising an amino acid sequence 

GGAGHVPEYFVGOGTPISFYG (MccJ25) having an amino acid sequence 
0 that differs from MccJ25 in terms of at least one amino acid 

substitution, insertion, or deletion. 
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9. The method of claim 3 further comprising the step 
of: detecting at least one of the presence, extent, 
concentration-dependence, or kinetics of binding of the agent 
to a homologous bacterial RNAP secondary channel amino acid 

5 sequence of a second entity that contains a derivative of a 
homologous bacterial RNAP secondary channel amino acid 
sequence . 

10. The method of claim 9 wherein the second entity is a 
derivative of an intact bacterial RNAP. 

10 11. The method of claim 9 wherein the second entity is a 

derivative of a fragment of a bacterial RNAP. 

12. The method of claim 9 wherein at least one of the 

first or the second entities is a derivative of a bacterial 

RNAP is derived from Escherichia coli. 
15 13. The method of claim 9 wherein at least one of the 

first or the second entities is a derivative of a bacterial 

RNAP is derived from Bacillus subtilis . 

14. The method of claim 3 further comprising the step 

of: detecting at least one of the presence, extent, 
20 concentration-dependence, or kinetics of binding of the agent 

to a homologous secondary channel amino acid sequence of a 

second entity that contains a homologous bacterial RNAP 

secondary channel amino acid sequence of a eukaryotic RNAP or 

a derivative thereof. 
25 15. The method of claim 14 wherein the eukaryotic RNAP 

derivative is a human RNAP derivative. 

16. The method of claim 14 wherein the eukaryotic RNAP 
derivative is a human RNAP II derivative. 

17. The method of claim 9 wherein the second entity is a 
30 derivative of a fragment of MccJ25 or MccJ25. 

18. The method of claim 14 wherein at least one of the 
presence, extent, concentration-dependence, or kinetics of 
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binding of the agent to the entity also is compared to at 
• least one of the presence, extent, concentration-dependence, 
or kinetics of binding of MccJ25 to the entity. 

19. A method for identifying an agent that inhibits an 
5 activity of a bacterial RNAP by binding to a homologous 
bacterial RNAP secondary channel amino acid sequence, 
comprising (a) preparing a reaction solution comprising the 
agent to be tested and a first entity containing a homologous 
secondary channel amino acid sequence; and (b) detecting the 
10 at least one of the presence, extent, concentration- 
dependence, or kinetics of inhibition of an activity of said 
first entity, wherein inhibition involves binding of the agent 
to the homologous bacterial RNAP secondary channel amino acid 
sequence . 

15 20. The method of claim 19 wherein the first entity is 

an intact bacterial RNAP. 

21. The method of claim 19 wherein the first entity is a 
fragment of a bacterial RNAP. 

22. The method of claim 19 wherein the bacterial RNAP is 
20 derived from Escherichia coli. 

23. The method of claim 19 wherein the bacterial RNAP is 
derived from Bacillus subtilis . 

24. The method of claim 19 wherein the activity is RNA 
synthesis . 

25 25. The method of claim 19 wherein the activity is NTP 

uptake . 

26. The method of claim 19 wherein the activity is 
pyrophosphate release . 

27. The method of claim 19 wherein the activity is 
30 abortive-RNA release. 

28. The method of claim 19 wherein the activity is 
edited-RNA release. 
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29. The method of claim 19 wherein the activity is 
transcriptional pausing, 

30. The method of claim 19 wherein the activity is 
transcriptional arrest . 

5 31. The method of claim 19 wherein the activity is Gre- 

f actor binding. 

32. The method of claim 19 wherein determination of the 
inhibition on binding to the homologous bacterial RNAP 
secondary channel amino acid sequence includes comparison of: 

10 (a) the inhibition by the agent of an activity of the first 
entity, and (b) the inhibition by the agent of the activity of 
a second entity that contains a derivative of a homologous 
bacterial RNAP secondary channel amino acid having at least 
one substitution, insertion, or deletion. 

15 33 . The method of claim 32 wherein the second entity is 

a derivative of an intact bacterial RNAP. 

34. The method of claim 32 wherein the second entity is 
a derivative of a fragment of a bacterial RNAP. 

35. The method of claim 32 wherein the bacterial RNAP is 
20 derived from Escherichia coli. 

36. The method of claim 32 wherein the bacterial RNAP is 
derived from Bacillus subtilis . 

37. The method of claim 32 wherein the activity is RNA 
synthesis . 

25 38. The method of claim 32 wherein the activity is NTP 

uptake . 

39. The method of claim 32 wherein the activity is 
pyrophosphate release . 

40. The method of claim 32 wherein the activity is 
30 abortive-RNA release . 

41. The method of claim 32 wherein the activity is 
edited-RNA release. 
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42. The method of claim 32 wherein the activity is 
transcriptional pausing. 

43. The method of claim 32 wherein the activity is 
transcriptional arrest . 

5 44. The method of claim 32 wherein the activity is Gre- 

f actor binding. 

45. The method of claim 32 wherein inhibition of an 

activity of the first entity and inhibition of an activity of 

the second entity are assessed sequentially. 
10 46. The method of claim 32 wherein inhibition of an 

activity of the first entity and inhibition of an activity of 

the second entity are assessed simultaneously. 

47. The method of claim 19 wherein at least one of the 

presence, extent, concentration-dependence, or kinetics of 
15 inhibition by the agent of the activity of the first entity 

also is compared at least one of the presence, extent, 

concentration-dependence, or kinetics of inhibition by the 

agent of the activity of a second entity comprising a 

eukaryotic RNAP derivative. 
20 48. The method of claim 47 wherein the eukaryotic RNAP 

derivative is a human RNAP derivative. 

49. The method of claim 47 wherein the eukaryotic RNAP 
derivative is a human RNAP II derivative. 

50. The method of claim 19 or 32 wherein at least one of 
25 the presence, extent, concentration-dependence, or kinetics of 

inhibition by the agent of the first entity also is compared 
to at least one of the presence, extent, concentration- 
dependence, or kinetics of inhibition by MccJ25 of the first 
entity. 

30 51. A method for identifying an agent that binds to a 

homologous bacterial RNAP secondary channel amino acid 
sequence, comprising (a) preparing a reaction solution 
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comprising the agent to be tested, a reference compound that 
binds to a homologous bacterial RNAP secondary channel amino 
acid sequence, and a first entity containing a homologous 
secondary channel amino acid sequence, and (b) detecting at 
5 least one of the presence, extent, concentration-dependence, 
or kinetics of competition by the agent for binding of the 
reference compound to the homologous secondary channel amino 
acid sequence. 

52. The method of claim 51 wherein the first entity is 
0 an intact bacterial RNAP. 

53. The method of claim 51 wherein the first entity is a 
fragment of a bacterial RNAP. 

54. The method of claim 52 wherein the bacterial RNAP is 
derived from Escherichia coli. 

5 55. The method of claim 52 wherein the bacterial RNAP is 

derived from Bacillus subtilis . 

56. The method of claim 51 wherein the reference 
compound contains a detectable group. 

57. The method of claim 56 wherein the detectable group 
0 contains a chromophore . 

58. The method of claim 56 wherein the detectable group 
contains a f luorophore . 

59. The method of claim 51 wherein the reference 
compound is MccJ25. 

5 60. The method of claim 51 wherein the reference 

compound is a MccJ25 derivative. 

61. The method of claim 51 wherein the reference 
compound is a chromophore-labelled MccJ25 derivative. 

62. The method of claim 51 wherein the reference 
0 compound is a f luorophore-labelled MccJ25 derivative. 

63. The method of claim 51 wherein the reference 
compound is [Lysi 3 -Cy3] -MccJ25 . 
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64. The method of claim 51 further comprising 
measurement of FRET. 

65. The method of claim 51 wherein determination of the 
dependence of binding on a homologous bacterial RNAP secondary 

5 channel amino acid sequence includes comparison of: (a) the 
binding by the agent to the first entity, and (b) the binding 
of the agent to a second entity that contains a derivative of 
a homologous bacterial RNAP secondary channel amino acid 
having at least one substitution, insertion, or deletion. 
10 66. The method of claim 65 wherein the second entity is 

a derivative of an intact bacterial RNAP. 

67. The method of claim 65 wherein the second entity is 
a derivative of a fragment of a bacterial RNAP . 

68. The method of claim 65 wherein the bacterial RNAP is 
15 derived from Escherichia coli. 

69. The method of claim 65 wherein the bacterial RNAP is 
derived from Bacillus subtilis . 

70. The method of claim 51 or 65 wherein at least one of 
the presence, extent, concentration-dependence, or kinetics of 

20 binding of the agent to the first entity also is compared to 
at least one of the presence, extent, concentration- 
dependence, or kinetics of binding of the agent to a 
eukaryotic RNAP derivative. 

71. The method of claim 7 0 wherein the eukaryotic RNAP 
25 derivative is a human RNAP derivative. 

72. The method of claim 70 wherein the eukaryotic RNAP 
derivative is a human RNAP II derivative. 

73. The method of claim 70 wherein at least one of the 
presence, extent, concentration-dependence, or kinetics of 

30 binding of the agent to the first entity is compared to at 
least one of the presence, extent, concentration-dependence, 
or kinetics of binding of MccJ25 to the first entity. 
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Delgado 6Ja/.,2001: 
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